colonization. Subsequently, we used mutant strains deficient for virulence 96 factors to determine whether they show compromised colonization abilities. 97 Finally, we followed mixed infections of wildtype and mutants over time to 98 determine the extent of strain co-localization in the gut, and to test whether 99 secreted virulence factors are indeed exploitable by non-producers in the host.
surface-disinfection. Viable worms were further separated from any debris by 137 sucrose flotation [50] and rinsed three time in M9 buffer to remove sucrose. 138 The worm handling protocol for the main experiments is depicted in Figure 1A . 139 Specifically, approximately 200 worms were moved to seeded NGM plates 140 and incubated for 24 hours at 25°C. After this period of exposure to 141 pathogens, infected worms were extensively washed with M9 buffer + 50 142 μ g/ml chloramphenicol (M9-Cm) followed by M9 buffer, subsequently 
Results
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For all infection experiments, we followed the protocol depicted in Figure 1A -249 C. We first exposed worms to P. aeruginosa for 24 hours on NGM plates. Regulatory links between social traits operate inside the host 293 We know that regulatory links exist between the virulence traits studied here. Figure 5A ; one sample t-test, t 24 = -4.12, p < 0.001). 353 We then competed PAO1-mCherry against the two putative cheats and found 
